2018 4R F W2 BE M 5

o R ER
EPHR K- KE 1=

EDIT NG

ittt o 2 —Fri

LIJDL,E
61 5 (AL 30 4-F%)

B e KB E 0157

Rt & —

BPAT 2RHE

Enterohemorrhagic Escherichia coli 0157 that may have relation to infection in summer, 2018
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